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Neomycin/Kanamycin resistance gene - primer set 5
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Spike protein - primer set 1
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Calculated number of copies per microliter

400,000
350,000
300,000

250,000

200,000
150,000

100,000
Camenl Ill I I IllII

LM2221 NC001 PO10 M022 EL9262 HF9298

EFl mSV4A0 mNeo/Kan5 M Neo/Kanl mSpike 1l M Spike N-1 M Spike N-2



